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Parse Biosciences Sole Source Document
Evercode Whole Transcriptome Mega summary and technology overview

Evercode™ split-pool combinatorial barcoding is a simple solution to single cell sequencing. This easily adopted approach brings unprecedented sensitivity, scalability, and flexibility to any lab.  The Parse Biosciences assay leverages our proprietary technology that labels molecules with cell-specific combinations of barcodes.  Cells are first fixed and permeabilized, turning them into their own reaction vessels, removing the need to capture individual cells in droplets or microwells. The split-pool barcoding process then labels cells with an exponentially large number of barcode combinations (14,155,776 possible barcode combinations) making it possible to easily scale beyond other technologies. Evercode enables the analysis of up to a million cells or 96 samples with a 2-day workflow.

The commercial products well suited to one’s research can be selected from the Single-Cell Evercode Whole Transcriptome kit series (Mini, WT and Mega), Evercode BCR Whole Transcriptome (Mini, WT and Mega) Evercode TCR Whole Transcriptome kit series (Mini, WT and Mega), Cell Fixation, Nuclei Fixation, CRISPR Detect, and Custom Gene Capture. Every kit comes with our data analysis package, which transforms sequencing output into understandable results. Parse’s Trailmaker software makes it easy to assess data quality, identify sample differences, interrogate genes of interest, and seamlessly upload data into popular tools like Seurat or Scanpy. An interactive web report allows anyone to easily browse the data and share results with collaborators.

In support of this effort, you’ll have the enthusiastic assistance of the technical and bioinformatic support teams. These teams are highly skilled at providing the tools and training required to be successful with the assay and provided analysis tools. 

Unique Platform Characteristics:

· Data outputs of over 1 million Single Cells from a single sample.
· Experimental outputs of up to 96 samples.
· Fully automated secondary and tertiary bioinformatics provided complementary.  Automatic creation of TSNE, Heat Maps, Down sampling Plots, UMAPS, Bar Graphs, Violin Plots, and additional sequencing figures.
· Robust and industry leading gene detection across different sample types at any scale.  
· Fixation allows storing of single-cell or single-nucleus suspensions for up to 6 months, facilitating the flexibility to collect multiple samples over time and processing them together to minimize batch effect.
· Sub libraries can be processed and sequenced independently from one another, providing researchers the ability to pinpoint the depth of sequencing required before sequencing the full libraries.
· Significantly reduced ambient RNA contamination and reduced doublets compared to droplet approaches.

Parse Evercode is a sole source product, manufactured, sold, and distributed exclusively by Parse Biosciences. The Parse Biosciences assay leverages our proprietary technology which is only available from Parse Biosciences. The product(s) described may be covered by one or more of the following patents:  U.S. Pat. No. 10,900,065 U.S. Pat. No. 11,168,355 U.S. Pat. No. 11,427,856 U.S. Pat. No. 11,634,751 U.S. Pat. No. 11,639,519 U.S. Pat. No. 11,680,283 with patents pending in the U.S. and other countries.
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