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1. Project Information

Customer Dr. John Doe

Institute Example University
Project ID AN00021767
Olink Panel Explore HT
Target Proteins 5,416
Number of Samples 172
Number of Plates 2
Normalization Method Intensity
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2. Assay Description

The Olink Explore HT assay is designed to measure human protein levels in biofluids using the Olink
Proteomics Proximity Extension Assay technology. The Explore HT is a high-throughput assay which
measures expression of 5,416 different proteins, which gives the assay 100% coverage of top-level
pathways including cardiometabolic, inflammation, neurology, and oncology functions. Data are
quantified relatively and called Normalized Protein Expression (NPX) values. Results are available for
Research Use Only (RUO).

3. List of Acronyms:

NPX — normalized protein expression
PEA — proximity extension assay

IC —incubation (or immuno) control

EC — extension control

AC - amplification (or detection) control
NC — negative control

PC — plate control

SC — sample control
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4. Workflow Summary

4.1 Sample Reception and Exclusion:

A total of 172 samples were received for this project. Upon inspection, 0 samples were excluded from
testing. Therefore, a total of 172 samples were analyzed using the Olink Explore HT.

4.2 Randomization Process:

Total randomization may be applied by either the customer or internally at Psomagen. For Psomagen
randomized samples, randomization was conducted using an internally developed randomization tool,
placing control and treatment samples on each plate. The randomized samples were then divided into
incubation batches of 172 samples each and registered in Psomagen’s Laboratory Information
Management System (LIMS) under 1 distinct order number(s) for further processing.

4.3 Plate Naming:

Each sequencing run could process 172 samples, leading to the generation of 2 unique plate name(s).
The plates following a naming convention of [ProjectID]-#, where “#” indicates the plate number in
sequential order (1 to n).

4.4 Experimental Procedure:

1. Sample Incubation: The samples were incubated with paired antibodies linked to DNA

oligonucleotides for a fixed duration of 18 hours. These antibodies specifically bind to target
proteins in the sample.
2. Proximity Extension Assay (PEA): After binding, the oligonucleotides come into proximity,

allowing them to hybridize and form new DNA sequences through enzymatic extension.

4.5 Quality Control and Data Analysis:

After all experiments were completed, each plate underwent individual quality control (QC). Upon
successful completion of QC, the data were analyzed and consolidated into an ‘NPX.parquet’ file, which
is provided as the final assay results. Parquet files can be viewed with DBeaver:
https://dbeaver.io/download/
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5. Data Access and Downloading

5.1 Download Links:

File name File size md5sum

ABOO0O0OOXYZ XXX XXXX

Report.zip - This is a zip file of analysis results.

md5sum - In order to verify the integrity of files, md5sum is used. If the values of md5sum are the same,
there is no forgery, modification or omission.

Your data will be retained in our server for 3 months. Should you wish to extend the retention period,
please contact us.

5.2 Download Instructions:

Data has been transferred via sFTP/Globus/hard drive. Log-in instructions are provided below:

5.3 Folder and Data Structure:

[Order]_Report £ ] Excel file

—  (1)Raw data —1— =] NPX.[csv]xisx] IFFIITd
older
— £ Ctlcsvixisx] ) Image

— Sample.Info.txt

— ' (2)Quality Control —r— B Missing frequency plot.png
— & MDS plot.png
I— & Z score boxplotpng

— @ NPX heatmap.png

— M Signal deviation plot.png

= (3)Analysis [Comparison) @ Box plot [protein].png
@ Volcano plotpng
£ 4 [Comparison]Analysis Result.xlsx

* | Analysis Resultxlsx

—  (4GO gprofiler T [Comparison]).GO —[ W gprofilerbarpng
Analysis_Result.html| W [BP|MF|CC)_gprofilerpng W gprofilerpng

“ | [Comparison)_sig.xlsx

Figure 1: Example data organization.
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5.4 Provided Files:

1. Raw data:
a. group.info.txt
b. Sample.Info.csv
c. Sample.Info.txt
d. NPX.parquet

2. Quality Control:
a. MDS plot(multidimensional scaling plot) PlatelD.png
b. MDS plot(multidimensional scaling plot) PlatelD.txt
c. MDS plot(multidimensional scaling plot) total.png
d. MDS plot(multidimensional scaling plot) total.txt
e. Missing_frequency_count.txt
f. Missing_frequency_prop
8. Signal deviation plot (Plate 1).png
h. Signal deviation plot (Plate 1).txt
i.  Total NPX heatmap clustering.png
j- zscore_boxplot.png

3. Differentially Expressed Protein:
a. DEP_ttest_results.txt
b. DEP_volcano.png
c. DEP_samples_heatmap.png
d. GSEA results.txt
e. GSEA_heatmap.png
f. Survival_KM_plot.png
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